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Gene name: 01-180 
cDNA sequence: 1276 bp 

.AAGGCGGGCGAGGCGGGGG^^^^^^ 

GCTGGAGGTTCGGAGCCAGGGGCTGCCGACCC^^ 
GGCTACAGACAGCTCATGGCCG^^^ 

AGCTCATGGCCCTGCTGTCGCG^^^ 
CGCTGCGGTGCAGGTGAACCCGCGCCGCGACGCC^ 

GGGCGCCGCACGCTGCAGCCT^^^^ 
CGGGTTCCTGTCAACCCaJTCGCCAGG^^^ 

CTGGCAGACCGTAGCCCCGYCT^^ 
ACTGGAGGTTGCGGGAGGCAGGCAGACACCCACU^^ 

GGCATCC^CGGGGACCCGGG/u^CCGGAGCC^^^ 
AGCGGTCCCCCAGCCGCGAAGCGAGGAGGGC^^ 

GGCCGGGTGGGAGC/^CAGC^^^^^ 
GATGCAGTCTGAGCCTGGGAGCGAGGA^^^^^ 

CAGGACCCCGGTGATTCGG^^ 
GGAGCAGGACAAGGAGCGCCTGO^^^ 

ACTATCACTGCAAGGACTGCAAAA 

GTGCAGGGCACCAGT/^^^^^^ 
ATCCTACAACCCTTACAGAGTGGAG^^^ 

TAGATGTGCCTGCCCAGTCAGAmC^ 
GGCAAGACTTGTGTGGGAGATCCAAGGAC/^CGCC^^ 

OTCAGCTTCAAATACATCAmAGT^^ 

???SS^A^^^^^^^^^^ 

TG C AA AC AAAAA AAAAAAA AAA AAA 



Figure 1 
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Amino Acid sequence: 361aa 



Figure 2 
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01-184 cDNA sequence: 1817bp 

GGATGATTCmAGAAGAAGTCAC/^AGG/^^^ 
CAGAACCTGGCAATTCAGAGTCT/^^^^^^^^ 

CTCTCACGGACCTGCCCCAG^ 
ACrGATGGATATATAGGGATOT^ 

ATACCTTTCTTTAGGAAAGCA^^ 

GCrATGCTrGAGGGACTAGATATACTG<^^ 

GGTGCAAACTCAGAGTAA^ATTGGAGAG^^ 

TGGATCCCATGAAGGTG/u\GGOTACCAG^ 

ATTGAGAACAGTGCTGGCTGTGAGGTCA^^^ 
GAAGTCCrrCGCATGAAGGGCAGA^ 

AGTGGGCCCAGCAGAGAAAAGATTCT^^ 
AATTGAAGGCTTAACCAAAGCCTCAGTC^^ 

GCAGACTGTATACAGG/^OTATCCr^^^ 

GTGAACTCAAACAT 



GAGCCTCTTGGTTTT 

CATGTT 
TTCT 



CTGCATATTACTGATATATA-m^^^ 

CATAGTGTCrCCTTTC/WVAC^^ 
TTATGATCGGCATACCCAATGTT^^^^ 

TGTGAAACTGAGAAATAGAAACnTAGT^ 
GAATGTCCACTGCTAAATG^^^^^^^ 

^TACACAGGAAA^^^^^^^ 



GA' 

a?J^a^1™aaaaaaaaaaaaaaaaaaaaa 



Figure 3 
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01-184 amino acid sequence: 426 amino acids 

DCIQELILRCICIEEl^FLNPYLKLMKSLF^^^^^ 

sqcIhlrewfydndvslpflkttstphspaesadl 



Figure 4 
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Gene name: 01-236 
cDNA sequence: 1019bp 

.GCCATATrGAGGACCrG<^GTAGAGOTG^^^^ 



TrTfiTOCTCAGTGGCCTGGAATGT^^ 

SSoSSaccctagtctgaat^gt^ 

AAAAAAAAAAAA" 



Figure 5 
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Amino Acid sequence: 207aa 




gi^SjCT^SPoBKS^WWCEKSTTRAKKPVTKK 



Figure 6 



8/29 



1 5 

I 3 5 



.I.- 
•y" 

lis 

IS* " 
S3 = 



•*3 



ni-236 01-184 01-180 




Figure 8 
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Figure 9 
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01-236 probe 
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Figure 10 
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Kpa2 msrbstssvtett;^--™se.«-Qekqtctfrgog-ekk^ 



96 
98 



PKC 

l-GRKPPlTIAmeKASVLPMVTVSGIELS 



CK2 

PKC 

'GSGPVFLSGLECYETSDLT 




PPVTFRLRTGSGPVFIibijxi.r.^xi.x^Y"' i ' I . I I I I 1 . I • I » ■ 1 



CK2 

SX.KEXPVKOyKav™MSIASKmEKEEDETVVRPSP^^^ 
..oLLUUpUKAGQUUkoUi^ kEOSPXKKCK 



196 STPRAKKPVTKK 207 
189 GAGRGRKPAAKK 200 



Figure 1 1 



12/29 



i 



0\ 



oo 



I 



CO 
X 




CO <7> ^ ^ oo Q 

oooooooo 
tr oc cc oc oc pc cc oc 

}- I- H h- t- fc 1 1 



o. a. o. 

a.a.a.o.Q-0-QQoDcn 

CQCQCQCQCQCOT-Tro 
55r S 00 1- o in <n 



CO 
CM 



ooooooogg 



1 



20 



40 



49 



50 



62 



74 



Mouse Npm2 Gene Sequences 
acagcagaggtgatgctcagaaatcaagttttaacagagggccaggtg 

cttctagagtaggaggggattgcacacctccccaccccctcctctttc 
ACC AGC AGC GTG ACC GAA ACC ACA GCA AAA AAC ATG 



6 TSSVTE T 

CTC TGG Ggtaagggctaaggct... intron 2 = 134bp 
18 L W 

...gtcttcgctgtgcagGT AGT GAA CTC AAT CAG AAG 



GAG ACT TGC ACC TTT AGA GGC CAA JGC GAG AAG AAG 
28 QTCTFRGQCEKl^ 



GAC AGC TGT AAA CTC TTG CTC AGC ACGgtgggtgtctccc 
DSCKLLLbi 

intron 3 = 92bp . . . catcacctttctcag ATC 



a a . . 



TGC CTG GGG GAG AAA GCC AAA GAG GAG GTG AAC CGT 
C L GE KA KE EV^^l^ 

GTG GAA GTC CTC TCC CAG GAA GGC AGA AAA CCA CCA 
VE VLSQ EG RKi-i- 

ATC ACT ATT GCT ACG CTG AAG GCA TCA GTC CTG CCC 
I T lATLK ASVi.i'. 

ATGgtgagtcttctctcc... intron 4 = 2.8kb ...agaa 
86 M 

gggggacacagGTC ACT GTG TCA GGT ATA GAG CTT TCT 

CCT CCA GTA ACT TTT CGG CTC AGG ACT GGC TCA GGA 
96 ppVTFRLRTGSU 



Figure 13A 
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Us 
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HI 



108 



CCT GTG TTC CTC AGT GGC CTG GAA TGT TAT Ggtaagtt 
PVFLSGLECY 



a) 



gtagccta... intron5= 1.35kb ...ggctacccattcc 

gAG ACT TCG GAC CTG ACC TGG GAA GAT GAC GAG GAA 
118 ETS DLTWEDDbt 

GAG GAG GAA GAG GAG GAG GAA GAG GAT GAA GAT GAG 
130 EEEEEEEEDEDE 

GAT GCA GAT ATA TCG CTA GAG GAG ATA CCT GTC AAA 
142 DADI SLEEI PVK 

CAA GTC AAA AGG GTG GCT CCC CAG AAG C AG ATG AGC 
154 QVKRVA PQKQMS 

m j^j^ QC A AAGgtggggggaaaagaa. . . intron 6 = 1 86bp 

166 I A K 



169 



...tggtttttgttccagAAA AAG AAG GTG GAA AAA GAA 

K K K V E K t 



GAG GAT GAA AC A GTA GTG AGgtaattcatgcagtt.. 
f 176 E D E T V V R 



183 



185 



194 



intron 7 = 0.5kb ... ctattccctttccagG CCC AGC 

P S 

CCT CAG GAC AAG AGT CCC TGG AAG AAG gtgagcaataag 
PQDK SPWKK 

aag... intron 8 = 92bp ...ctcttatctgcacagGAG 



AAA TCT AC A CCC AGA GCA AAG AAG CCA GTG ACC AAG 
195 KSTPRAKKPVTK 

AAA TGA CCTC ATCTTAGCATCTTCTGCGTCCAAGGCAGGATGTCCA 
207 K * 

JS^G^^??rr^TGAAGAGCCCCCAGCAAGTTCGCCTAGGGCCACA 

ATAAA ATTTGCATGATCAGGacctccctctgcctccccctccctggat 

gggtctcctcgctgctgcgatagctcatgtgcccagcagagggcaacc 

acgagcaagaaaccagccccatgt 

Figure 13B 
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Figure 14 
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FIGURE 16 
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Figure 20 
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Figure 21 
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Ool gene 0333330SPa3033a3SM33CP^^ 

pgOol gene axxaGQOGftGQCGOQQGACXX^arATCriOCX]^^ 

Ool gaie CAGQCCAa3VAAGCXX53QGATOCrTOGAGGr^^ 1^0 
psOol gene CAGQCCACCAAftG0CXX3GGATQGCroGftGC?IT0^ 

Ool gene iaXXX3QCI3O«aCAQCnCATQacn30QG^ 210 
pgOol gene iaXXX9QCn3^CAGACAaCTCATOQCXXXX3^^ 

Ool gene GCIGiaXXX3ATOC3GiaXXX3GTCGGIC^^ 280 
psOol gene GCTCia3C3QGATGQC?iaJXQGTOGGK3V3C^^ 

Ool gene QCCTa3CnGCAGIGITCACTa3QQa3aQQC^^ 350 
psOol genB GCCnOSGflGCAGIGnCACTaQQGCXXXXX^^ 

Ool gene (3^Tn33JriXXnGICAMJ3^^ ^° 
pgOol gene 0JI0333ri0Cnni!CM^:XXX^ 

Ool gene CCXI?ITCia?ia3aiGACX7ITC^^ ^° 
psOol gene (XXDSITCIOSiaiXJIGAaTnC^^ 

Ool gene 

psOol gene 

Ool qene AA£X3GCmXXXX»GCXm3AAGOGAQGAGQQCX3^^ 630 

psOol ^ AAGCQGIDCCCCAQCXXXJSAAaOGA^^ 

Ool gene Qca^CCAC:XX3GAGGACa3GAACA^^ 

pgOol goie GO=ACCACCQGAGGACCQGAACAGTOIQG0QG0GATt^^ 

Ool gene GCX33CAGAGAiaKTCAGGACXmX?IGATia3G^ 7^0 
psOol gene aXXX^GAGATOSCTCMGACaXQGTCAT^^ 

Ool gene AGCAGGACAAGGAGOQCX7im3TITCX3^gtgaggccagcctga. . . intron 1 ( 1 .8kb) . . . taccctgc 799 
psOol gene /O3^QGACAAGGAGC30Crim3TIT0C^ 1 (1.8kb)... taccctgc 

Ool gene tgttcaglTCITAGAGCAGaAGTA^^ 
psOol gene tgtteagTTCITi!O^GC^«3AAGrCAa3^^ 

Ool gene ATCIGTmR31GIGCm3GCA!XA(^^ ■ • • intron 2(7 8bp) . . . tCtttCtCCt 892 

psOol gene ATOnjIQCJIGTOIGO^QOGCAO^iC^ 

Ool gene cgragfTIGTACITCAAACAGTICiaXIS^^ ^^'^ 
psOol gene cgtag GIGiaCTICAAACfl(OTXnGCX3GA^^ 

Ool gene CACCTCTCAAgtaaaccaaacgttt. . .intron 3 (878bp). . .actccgattWcagAGTlGriAAAAGAACr 982 
psOol gene CACCTCTCAAgtaaaccaaacgm...intron3 (878bp)...gctctgagtmcagAGriTC^^ 



Figure 22a 
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pgOol gane AACCT 



Figure 22b 
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Figure 23 
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Human NPM2 cDNA sequence: 924bp 



CAGCCCGCTT CTCTGCCCGG AGCCATGAAT CTCAGTAGCG 
CCAGTAGCAC GGAGGAAAAG GCAGTGACGA CCGTGCTCTG 
GGGCTGCGAG CTCAGTCAGG AGAGGCGGAC TTGGACCTTC 
AGACCCCAGC TGGAGGGGAA GCAGAGCTGC AGGCTGTTGC 
TTCATACGAT TTGCTTGGGG GAGAAAGCCA AAGAGGAGAT 
GCATCGCGTG GAGATCCTGC CCCCAGCAAA CCAGGAGGAC 
AAGAAGATGC AGCCGGTCAC CATTGCCTCA CTCCAGGCCT 
CAGTCCTCCC CATGGTCTCC ATGGTAGGAG TGCAGCTTTC 
TCCCCCAGTT ACTTTCCAGC TCCGGGCTGG CTCAGGACCC 
GTGTTCCTCA GTGGCCAGGA ACGTTATGAA GCATCAGACC 
TAACCTGGGA GGAGGAGGAG GAAGAAGAAG GGGAGGAGGA 
GGAAGAGGAA GAGGAAGATG ATGAGGATGA GGATGCAGAT 
S ATATCTCTGG AGGAGCAAAG CCCTGTCAAA CAAGTCAAAA 

GGCTGGTGCC CCAGAAGCAG GCGAGCGTGG CTAAGAAAAA 
;| AAAGCTGGAA AAAGAAGAAG AGGAAATAAG AGCCAGCGTT 

iS AGAGACAAGA GCCCTGTGAA AAAGGCCAAA GCCACAGCCA 

'!! GAGCCAAGAA GCCAGGATTC AAGAAATGAG GAGCCACGCC 

f TTGGGGGGCA CGGTGCAAAG TGGGCCTTCC CTGGGCTGTG 

h CTGCAGGCAC AGGGTGCCCC TGTCCAGCCC CTCCACCTGT 

f. GTCTGAATGC AACAGGGGTG TTGCGGGGGC AACATGAGAG 

!;{ CCCCTCACCC CCAACTCTCC ACTTTCAGGA GGCCCCCAGT 

pi GAAGAGCCCC ACCTCGGGGT CACAATAAAG TTGCCTGGTC 

AGGAAAAAAA AAAAAAAAAA AACGTTTGCG GCCGCAAGCT 
TATG 

Hiiman NFM2 Amino Acid sequence: 214aa 

MNLSSASSTE EKAVTTVLWG CELSQERRTW TFRPQLEGKQ 
SCRLLLHTIC LGEKAKEEMH RVEILPPANQ EDKKMQPVTI 
ASLQASVLPM VSMVGVQLSP PVTFQLRAGS GPVFLSGQER 
YEASDLTWEE EEEEEGEEEE EEEEDDEDED ADISLEEQSP 
VKQVKRLVPQ KQASVAKKKK LEKEEEEIRA SVRDKSPVKK 
AKATARAKKP GFKK 



Figure 25 



